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SEQUENCE LISTING 

<110> Bass, Michael B 
Sullivan, John K 
Theill, Lars E 
Wang , Daguang 

<120> NOVEL DKR POLYPEPTIDES 



<130> A-548 



<140> 09/161,241 
<141> 1998-09-25 



<160> 78 



<17 0> Patentln Ver. 2.0 



<210> 1 
<211> 1050 
<212> DNA 
<213> Mouse 



<400> 1 

atgcagcggc tcgggggtat tttgctgtgt acactgctgg cggcggcggt ccccactgct 60 
cctgctcctt ccccgacggt cacttggact ccggcggagc cgggcccagc tctcaactac 120 
cctcaggagg aagctacgct caatgagatg tttcgagagg tggaggagct gatggaagac 180 
actcagcaca aactgcgcag tgccgtggag gagatggagg cggaagaagc agctgctaaa 240 
acgtcctctg aggtgaacct ggcaagctta cctcccaact atcacaatga gaccagcacg 3 00 
gagaccaggg tgggaaataa cacagtccat gtgcaccagg aagttcacaa gataaccaac 3 60 
aaccagagtg gacaggtggt cttttctgag acagtcatta catctgtagg ggatgaagaa 420 
ggcaagagga gccatgaatg tatcattgat gaagactgtg ggcccaccag gtactgccag 480 
ttctccagct tcaagtacac ctgccagcca tgccgggacc agcagatgct atgcacccga 540 
gacagtgagt gctgtggaga ccagctgtgt gcctggggtc actgcaccca aaaggccacc 6 00 
aaaggtggca atgggaccat ctgtgacaac cagagggatt gccagcctgg cctgtgttgt 660 
gccttccaaa gaggcctgct gttccccgtg tgcacacccc tgcccgtgga gggagagctc 720 
tgccatgacc ccaccagcca gctgctggat ctcatcacct gggaactgga gcctgaagga 780 
gctttggacc gatgcccctg cgccagtggc ctcctatgcc agccacacag ccacagtctg 840 
gtgtacatgt gcaagccagc cttcgtgggc agccatgacc acagtgagga gagccagctg 900 
cccagggagg ccccggatga gtacgaagat gttggcttca taggggaagt gcgccaggag 960 
ctggaagacc tggagcggag cctagcccag gagatggcat ttgaggggcc tgcccctgtg 102 0 
gagtcactag gcggagagga ggagatttag 105 0 

<210> 2 
<211> 1053 
<212> DNA 
<213> Human 



<400> 2 

atgcagcggc ttggggccac cctgctgtgc 
cccgcgcccg ctccgacggc gacctcggct 
ccgcaggagg aggccaccct caatgagatg 
acgcagcaca aattgcgcag cgcggtggaa 
gcatcatcag aagtgaacct ggcaaactta 
gacacgaagg ttggaaataa taccatccat 
aaccagactg gacaaatggt cttttcagag 



ctgctgctgg cggcggcggt ccccacggcc 6 0 
ccagtcaagc ccggcccggc tctcagctac 12 0 
ttccgcgagg ttgaggaact gatggaggac 180 
gagatggagg cagaagaagc tgctgctaaa 2 40 
cctcccagct atcacaatga gaccaacaca 3 00 
gtgcaccgag aaattcacaa gataaccaac 3 60 
acagttatca catctgtggg agacgaagaa 42 0 
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ggcagaagga gccacgagtg catcatcgac gaggactgtg ggcccagcat gtactgccag 480 
tttgccagct tccagtacac ctgccagcca tgccggggcc agaggatgct ctgcacccgg 540 
gacagtgagt gctgtggaga ccagctgtgt gtctggggtc actgcaccaa aatggccacc 600 
aggggcagca atgggaccat ctgtgacaac cagagggact gccagccggg gctgtgctgt 660 
gccttccaga gaggcctgct gttccctgtg tgcacacccc tgcccgtgga gggcgagctt 720 
tgccatgacc ccgccagccg gcttctggac ctcatcacct gggagctaga gcctgatgga 780 
gccttggacc gatgcccttg tgccagtggc ctcctctgcc agccccacag ccacagcctg 840 
gtgtatgtgt gcaagccgac cttcgtgggg agccgtgacc aagatgggga gatcctgctg 900 
cccagagagg tccccgatga gtatgaagtt ggcagcttca tggaggaggt gcgccaggag 960 
ctggaggacc tggagaggag cctgactgaa gagatggcgc tgggggagcc tgcggctgcc 102 0 
gccgctgcac tgctgggagg ggaagagatt tag 1053 



<210> 3 
<211> 801 
<212> DNA 
<213> Human 



<400> 3 

atgatggctc 

ctcggcggcc 

gctatcaaga 

agcgccgcgc 

cagccgtacc 

acccgcggag 

tgcatgcgtc 

tctgatcaaa 

gatcatagca 

accaaaggac 

tgtgctagac 

accaagcata 

gaaggtctgt 

cacacttgtc 



tgggcgcagc 
accctctgct 
acctgccccc 
cgggaatcct 
cgtgcgcaga 
gggacgcggg 
acgctatgtg 
atcatttccg 
ccttggatgg 
aagaaggttc 
acttctggtc 
ggagaaaagg 
cttgccggat 
agagacacta 



gggagctacc 
gggagtgagc 
accgctgggc 
gtacccgggc 
ggacgaggag 
cgtgcaaatc 
ctgccccggg 
aggagaaatt 
gtattccaga 
tgtttgtctc 
caagatctgt 
ctctcatgga 
acagaaagat 
a 



cgggtctttg 
gccaccttga 
ggcgctgcgg 
gggaataagt 
tgcggcactg 
tgtctcgcct 
aattactgca 
gaggaaacca 
agaaccacct 
cggtcatcag 
aaacctgtcc 
ctagaaatat 
caccatcaag 



tcgcgatggt 
actcggttct 
ggcacccagg 
accagaccat 
atgagtactg 
gcaggaagcg 
aaaatggaat 
tcactgaaag 
tgtcttcaaa 
actgtgcctc 
tgaaagaagg 
tccagcgttg 
ccagtaattc 



agcggcggct 
caattccaac 
ctctgcagtc 
tgacaactac 
cgctagtccc 
ccgaaaacgc 
atgtgtgtct 
ctttggtaat 
aatgtatcac 
aggattgtgt 
tcaagtgtgt 
ttactgtgga 
ttctaggctt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

801 



<210> 4 
<211> 780 
<212> DNA 
<213> Mouse 



<400> 4 

atggccgcgc 

ctgatggtgg 

tctctaggag 

ctggctttcg 

gataaggaat 

atgctctgta 

cgctgcaata 

gctctggatg 

ggatggcaga 

gacccatgcc 

accaaaatct 

ggttcgcacg 

gtgtggaaag 



tgatgcgggt 
agagctcaca 
gggagactcc 
gcggcagtaa 
gtgaagttgg 
ggaggaaaaa 
atggaatctg 
gcacccggca 
atctaggaag 
tacggtcatc 
gcaaaccagt 
ggctggagat 
atgccaccta 



caaggattca 
gctaggcagc 
tgctcagtca 
gaagggcaaa 
aagatactgc 
gaaacgatgc 
catcccagtc 
tagagatcgc 
gccacactcc 
agactgcatt 
gctccatcag 
tttccagagg 
ctcttccaaa 



tcccgctgcc 
tcgcgggcca 
gccaaccgat 
agcctggggc 
cacagtcccc 
cacagagatg 
actgagagca 
aaccatggtc 
aagatgcctc 
gatgggtttt 
ggggaagtct 
tgtgactgtg 
gccagactcc 



ttctcctact 
aactcaactc 
ctgcaggcat 
aggcctaccc 
accaaggatc 
ggatgtgttg 
tcctcacccc 
actattccaa 
atataaaagg 
gttgtgctcg 
gtaccaaaca 
caaagggcct 
atgtatgcca 



ggccgcggtg 
catcaagtcc 
gaaccaagga 
ttgcagcagt 
atcagcctgc 
ccctggtacc 
acatatccca 
ccatgacctg 
acatgaagga 
ccacttctgg 
acgcaagaag 
gtcctgcaaa 
gaagatctga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 



<210> 5 
<211> 780 
<212> DNA 
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<213> Human 

<400> 5 
atggccgcgt 
ctgatggtgg 
tctctgggcg 
ctggcattcg 
gataaggagt 
atggtgtgtc 
cgctgcaata 
gctctggatg 
ggatggcaga 
gacccctgcc 
accaaaatct 
ggttctcatg 
gtatggaaag 

<210> 6 
<211> 624 
<212> DNA 
<213> Human 



tgatgcggag 
agagctcaca 
gggagacgcc 
gcggcagtaa 
gtgaagttgg 
ggagaaaaaa 
atggcatctg 
gtactcggca 
atctaggaag 
tacgatcatc 
gcaaaccagt 
ggctggaaat 
atgccaccta 



caaggattcg 
gatcggcagt 
tggtcaggcc 
gaagggcaaa 
gaggtattgc 
gaagcgctgc 
tatcccagtt 
cagagatcga 
accacacact 
agactgcatt 
gctccatcag 
tttccagcgt 
ctcctccaaa 



tcctgctgcc 
tcgcgggcca 
gccaatcgat 
aacctggggc 
cacagtcccc 
caccgagatg 
actgaaagca 
aaccacggtc 
aagatgtcac 
gaagggtttt 

ggggaagtct 

tgcgactgtg 
gccagactcc 



tgctcctact 
aactcaactc 
ctgcgggcat 
aggcctaccc 
accaaggatc 
gcatgtgctg 
tcttaacccc 
attactcaaa 
atataaaagg 
gctgtgctcg 
gtaccaaaca 
cgaagggcct 
atgtgtgtca 



ggccgcggtg 60 
catcaagtcc 12 0 
gtaccaagga 180 
ttgtagcagt 24 0 
atcggcctgc 3 00 
ccccagtacc 360 
tcacatcccg 42 0 
ccatgacttg 480 
gcatgaagga 540 
tcatttctgg 600 
acgcaagaag 660 
gtcttgcaaa 72 0 
gaaaa 1 1 1 ga 780 



<400> 6 

atggccgcgt 

ctgatggtgg 

tctctgggcg 

ctggcattcg 

gataaggagt 

atggtgtgtc 

cgctgcaata 

ttttgctgtg 

gtctgtacca 

tgtgcgaagg 

ctccatgtgt 



tgatgcggag 
agagctcaca 
gggagacgcc 
gcggcagtaa 
gtgaagttgg 
ggagaaaaaa 
atgggcatga 
ctcgtcattt 
aacaacgcaa 
gcctgtcttg 
gtcagaaaat 



caaggattcg 
gatcggcagt 
tggtcaggcc 
gaagggcaaa 
gaggtattgc 
gaagcgctgc 
aggagacccc 
ctggaccaaa 
gaagggttct 
caaagtatgg 
ttga 



tcctgctgcc 
tcgcgggcca 
gccaatcgat 
aacctggggc 
cacagtcccc 
caccgagatg 
tgcctacgat 
atctgcaaac 
catgggctgg 
aaagatgcca 



tgctcctact 
aactcaactc 
ctgcgggcat 
aggcctaccc 
accaaggatc 
gcatgtgctg 
catcagactg 
cagtgctcca 
aaattttcca 
cctactcctc 



ggccgcggtg 
catcaagtcc 
gtaccaagga 
ttgtagcagt 
atcggcctgc 
ccccagtacc 
cattgaaggg 
tcagggggaa 
gcgttgcgac 
caaagccaga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

624 



<210> 7 
<211> 675 
<212> DNA 
<213> Human 



<400> 7 

atggtggcgg 

ctggacttca 

tgcctgtctg 

ccgttctgtg 

cctgggacac 

gaaaggcagc 

caggaaaacc 

gagggagaaa 

ttttggacga 

cataaagaca 

ctgtgtcgaa 

atagaaaagc 



ccgtcctgct 
acaacatcag 
acacggactg 
ctacatgtcg 
tctgtgtgaa 
ttgatgagca 
aacccaaaag 
gttgtctgag 
aaatttgtaa 
ctgctcaagc 
gccaattgac 
tataa 



ggggctgagc 
gagctctgct 
caataccaga 
tgggttgcgg 
cgatgtttgt 
agatggcaca 
gaagccaagt 
aacttttgac 
gccagtcctt 
tccagaaatc 
cagcaatcgg 



tggctctgct 
gacctgcatg 
aagttctgcc 
aggaggtgcc 
actacgatgg 
catgcagaag 
attaagaaat 
tgtggccctg 
ttggagggac 
ttccagcgtt 
cagcatgctc 



ctcccctggg 
gggcccggaa 
tccagccccg 
agcgagatgc 
aagatgcaac 
gaacaactgg 
cacaaggcag 
gactttgctg 
aggtctgctc 
gcgactgtgg 
gattaagagt 



agctctggtc 
gggctcacag 
cgatgagaag 
catgtgctgc 
cccaatatta 
gcacccagtc 
gaagggacaa 
tgctcgtcat 
cagaagaggg 
ccctggacta 
atgccaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

675 



<210> 8 
<211> 349 
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<212> PRT 
<213> Mouse 

<400> 8 

Met Gin Arg Leu Gly Gly He Leu Leu Cys Thr Leu Leu Ala Ala Ala 
15 10 15 

Val Pro Thr Ala Pro Ala Pro Ser Pro Thr Val Thr Trp Thr Pro Ala 
20 25 30 

Glu Pro Gly Pro Ala Leu Asn Tyr Pro Gin Glu Glu Ala Thr Leu Asn 
35 40 45 

Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 
50 55 60 

Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 
65 70 75 80 

Thr Ser Ser Glu Val Asn Leu Ala Ser Leu Pro Pro Asn Tyr His Asn 
85 90 95 

Glu Thr Ser Thr Glu Thr Arg Val Gly Asn Asn Thr Val His Val His 
100 105 110 

Gin Glu Val His Lys He Thr Asn Asn Gin Ser Gly Gin Val Val Phe 
115 120 125 

Ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Lys Arg Ser 
130 135 140 

His Glu Cys He He Asp Glu Asp Cys Gly Pro Thr Arg Tyr Cys Gin 
145 150 155 160 

Phe Ser Ser Phe Lys Tyr Thr Cys Gin Pro Cys Arg Asp Gin Gin Met 
165 170 175 

Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Ala Trp 
180 185 190 

Gly His Cys Thr Gin Lys Ala Thr Lys Gly Gly Asn Gly Thr He Cys 
195 200 205 

Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 
210 215 220 

Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 
225 230 235 240 

Cys His Asp Pro Thr Ser Gin Leu Leu Asp Leu He Thr Trp Glu Leu 
245 250 255 

Glu Pro Glu Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu 
260 265 270 
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Cys Gin Pro His Ser His Ser Leu Val Tyr Met Cys Lys Pro Ala Phe 
275 280 285 

Val Gly Ser His Asp His Ser Glu Glu Ser Gin Leu Pro Arg Glu Ala 
290 295 300 

Pro Asp Glu Tyr Glu Asp Val Gly Phe lie Gly Glu Val Arg Gin Glu 
305 310 315 320 

Leu Glu Asp Leu Glu Arg Ser Leu Ala Gin Glu Met Ala Phe Glu Gly 
325 330 335 

Pro Ala Pro Val Glu Ser Leu Gly Gly Glu Glu Glu lie 
340 345 



<210> 9 
<211> 350 
<212> PRT 
<213> Human 

<400> 9 

Met Gin Arg Leu 
1 

Val Pro Thr Ala 
20 

Lys Pro Gly Pro 
35 

Glu Met Phe Arg 
50 

Leu Arg Ser Ala 
65 

Ala Ser Ser Glu 



Glu Thr Asn Thr 
100 

Arg Glu lie His 
115 

Ser Glu Thr Val 
130 

His Glu Cys lie 
145 



Gly Ala Thr Leu 
5 

Pro Ala Pro Ala 



Ala Leu Ser Tyr 
40 

Glu Val Glu Glu 
55 

Val Glu Glu Met 
70 

Val Asn Leu Ala 
85 

Asp Thr Lys Val 



Lys lie Thr Asn 
120 

lie Thr Ser Val 
135 

lie Asp Glu Asp 
150 



Leu Cys Leu Leu 
10 

Pro Thr Ala Thr 
25 

Pro Gin Glu Glu 



Leu Met Glu Asp 
60 

Glu Ala Glu Glu 
75 

Asn Leu Pro Pro 
90 

Gly Asn Asn Thr 
105 

Asn Gin Thr Gly 



Gly Asp Glu Glu 
140 

Cys Gly Pro Ser 
155 



Leu Ala Ala Ala 
15 

Ser Ala Pro Val 
30 

Ala Thr Leu Asn 
45 

Thr Gin His Lys 



Ala Ala Ala Lys 
80 

Ser Tyr His Asn 
95 

lie His Val His 
110 

Gin Met Val Phe 
125 

Gly Arg Arg Ser 



Met Tyr Cys Gin 
160 



Phe Ala Ser Phe Gin Tyr Thr Cys Gin Pro Cys Arg Gly Gin Arg Met 
165 170 175 
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Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Val Trp 
180 185 190 

Gly His Cys Thr Lys Met Ala Thr Arg Gly Ser Asn Gly Thr lie Cys 
195 200 205 

Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 
210 215 220 

Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 
225 230 235 240 

Cys His Asp Pro Ala Ser Arg Leu Leu Asp Leu lie Thr Trp Glu Leu 
245 250 255 

Glu Pro Asp Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu 
260 265 270 

Cys Gin Pro His Ser His Ser Leu Val Tyr Val Cys Lys Pro Thr Phe 
275 280 285 

Val Gly Ser Arg Asp Gin Asp Gly Glu lie Leu Leu Pro Arg Glu Val 
290 295 300 

Pro Asp Glu Tyr Glu Val Gly Ser Phe Met Glu Glu Val Arg Gin Glu 
305 310 315 320 

Leu Glu Asp Leu Glu Arg Ser Leu Thr Glu Glu Met Ala Leu Gly Glu 
325 330 335 

Pro Ala Ala Ala Ala Ala Ala Leu Leu Gly Gly Glu Glu lie 
340 345 350 



<210> 10 
<211> 266 
<212> PPT 
<213> Human 

<400> 10 
Met Met Ala Leu 
1 

Val Ala Ala Ala 
20 

Leu Asn Ser Val 
35 

Leu Gly Gly Ala 
50 



Gly Ala Ala Gly 
5 

Leu Gly Gly His 

Leu Asn Ser Asn 
40 

Ala Gly His Pro 
55 



Ala Thr Arg Val 
10 

Pro Leu Leu Gly 
25 

Ala lie Lys Asn 



Gly Ser Ala Val 
60 



Phe Val Ala Met 
15 

Val Ser Ala Thr 
30 

Leu Pro Pro Pro 
45 

Ser Ala Ala Pro 



Gly He Leu Tyr Pro Gly Gly Asn Lys Tyr Gin Thr He Asp Asn Tyr 
65 70 75 80 
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Gin Pro Tyr Pro Cys Ala Glu Asp Glu Glu Cys Gly Thr Asp Glu Tyr 
85 90 95 

Cys Ala Ser Pro Thr Arg Gly Gly Asp Ala Gly Val Gin lie Cys Leu 
100 105 110 

Ala Cys Arg Lys Arg Arg Lys Arg Cys Met Arg His Ala Met Cys Cys 
115 120 125 

Pro Gly Asn Tyr Cys Lys Asn Gly He Cys Val Ser Ser Asp Gin Asn 
130 135 140 

His Phe Arg Gly Glu He Glu Glu Thr He Thr Glu Ser Phe Gly Asn 
145 150 155 160 

Asp His Ser Thr Leu Asp Gly Tyr Ser Arg Arg Thr Thr Leu Ser Ser 
165 170 175 

Lys Met Tyr His Thr Lys Gly Gin Glu Gly Ser Val Cys Leu Arg Ser 
180 185 190 

Ser Asp Cys Ala Ser Gly Leu Cys Cys Ala Arg His Phe Trp Ser Lys 
195 200 205 

He Cys Lys Pro Val Leu Lys Glu Gly Gin Val Cys Thr Lys His Arg 
210 215 220 

Arg Lys Gly Ser His Gly Leu Glu He Phe Gin Arg Cys Tyr Cys Gly 
225 230 235 240 

Glu Gly Leu Ser Cys Arg He Gin Lys Asp His His Gin Ala Ser Asn 
245 250 255 

Ser Ser Arg Leu His Thr Cys Gin Arg His 
260 265 



<210> 11 
<211> 259 
<212> PRT 
<213> Mouse 

<400> 11 

Met Ala Ala Leu Met Arg Val Lys Asp Ser Ser Arg Cys Leu Leu Leu 
15 10 15 

Leu Ala Ala Val Leu Met Val Glu Ser Ser Gin Leu Gly Ser Ser Arg 
20 25 30 

Ala Lys Leu Asn Ser He Lys Ser Ser Leu Gly Gly Glu Thr Pro Ala 
35 40 45 



Gin Ser Ala Asn Arg Ser Ala Gly Met Asn Gin Gly Leu Ala Phe Gly 
50 55 60 
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Gly Ser Lys Lys Gly Lys Ser Leu Gly Gin Ala Tyr Pro Cys Ser Ser 
65 70 75 80 

Asp Lys Glu Cys Glu Val Gly Arg Tyr Cys His Ser Pro His Gin Gly 
85 90 95 

Ser Ser Ala Cys Met Leu Cys Arg Arg Lys Lys Lys Arg Cys His Arg 
100 105 110 

Asp Gly Met Cys Cys Pro Gly Thr Arg Cys Asn Asn Gly lie Cys lie 
115 120 125 

Pro Val Thr Glu Ser lie Leu Thr Pro His lie Pro Ala Leu Asp Gly 
130 135 140 

Thr Arg His Arg Asp Arg Asn His Gly His Tyr Ser Asn His Asp Leu 
145 150 155 160 

Gly Trp Gin Asn Leu Gly Arg Pro His Ser Lys Met Pro His lie Lys 
165 170 175 

Gly His Glu Gly Asp Pro Cys Leu Arg Ser Ser Asp Cys lie Asp Gly 
180 185 190 

Phe Cys Cys Ala Arg His Phe Trp Thr Lys lie Cys Lys Pro Val Leu 
195 200 205 

His Gin Gly Glu Val Cys Thr Lys Gin Arg Lys Lys Gly Ser His Gly 
210 215 220 

Leu Glu lie Phe Gin Arg Cys Asp Cys Ala Lys Gly Leu Ser Cys Lys 
225 230 235 240 

Val Trp Lys Asp Ala Thr Tyr Ser Ser Lys Ala Arg Leu His Val Cys 
245 250 255 

Gin Lys lie 



<210> 12 
<211> 259 
<212> PRT 
<213> Human 

<400> 12 
Met Ala Ala Leu 
1 

Leu Ala Ala Val 
20 

Ala Lys Leu Asn 
35 



Met Arg Ser Lys 
5 

Leu Met Val Glu 

Ser lie Lys Ser 
40 



Asp Ser Ser Cys 
10 

Ser Ser Gin lie 
25 

Ser Leu Gly Gly 



Cys Leu Leu Leu 
15 

Gly Ser Ser Arg 
30 

Glu Thr Pro Gly 
45 
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Gin Ala Ala Asn 
50 

Gly Ser Lys Lys 
65 

Asp Lys Glu Cys 



Ser Ser Ala Cys 
100 

Asp Gly Met Cys 
115 

Pro Val Thr Glu 
130 

Thr Arg His Arg 
145 

Gly Trp Gin Asn 



Gly His Glu Gly 
180 

Phe Cys Cys Ala 
195 

His Gin Gly Glu 
210 

Leu Glu lie Phe 
225 

Val Trp Lys Asp 



Gin Lys lie 



Arg Ser Ala Gly 
55 

Gly Lys Asn Leu 
70 

Glu Val Gly Arg 
85 

Met Val Cys Arg 



Cys Pro Ser Thr 
120 

Ser lie Leu Thr 
135 

Asp Arg Asn His 
150 

Leu Gly Arg Pro 
165 

Asp Pro Cys Leu 



Arg His Phe Trp 
200 

Val Cys Thr Lys 
215 

Gin Arg Cys Asp 
230 

Ala Thr Tyr Ser 
245 



Met Tyr Gin Gly 
60 

Gly Gin Ala Tyr 
75 

Tyr Cys His Ser 
90 

Arg Lys Lys Lys 
105 

Arg Cys Asn Asn 



Pro His lie Pro 
140 

Gly His Tyr Ser 
155 

His Thr Lys Met 
170 

Arg Ser Ser Asp 
185 

Thr Lys lie Cys 



Gin Arg Lys Lys 
220 

Cys Ala Lys Gly 
235 

Ser Lys Ala Arg 
250 



Leu Ala Phe Gly 



Pro Cys Ser Ser 
80 

Pro His Gin Gly 
95 

Arg Cys His Arg 
110 



Gly He Cys He 
125 

Ala Leu Asp Gly 



Asn His Asp Leu 
160 

Ser His He Lys 
175 

Cys He Glu Gly 
190 

Lys Pro Val Leu 
205 

Gly Ser His Gly 



Leu Ser Cys Lys 
240 

Leu His Val Cys 
255 



<210> 13 
<211> 207 
<212> PRT 
<213> Human 

<400> 13 

Met Ala Ala Leu Met Arg Ser Lys Asp Ser Ser Cys Cys Leu Leu Leu 
1 5 10 15 



Leu Ala Ala Val Leu Met Val Glu Ser Ser Gin He Gly Ser Ser Arg 
20 25 30 
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Ala Lys Leu Asn 
35 

Gin Ala Ala Asn 
50 

Gly Ser Lys Lys 
65 

Asp Lys Glu Cys 



Ser Ser Ala Cys 
100 

Asp Gly Met Cys 
115 

Asp Pro Cys Leu 
130 

Arg His Phe Trp 
145 

Val Cys Thr Lys 



Gin Arg Cys Asp 
180 

Ala Thr Tyr Ser 
195 



Ser lie Lys Ser 
40 

Arg Ser Ala Gly 
55 

Gly Lys Asn Leu 
70 

Glu Val Gly Arg 
85 

Met Val Cys Arg 



Cys Pro Ser Thr 
120 

Arg Ser Ser Asp 
135 

Thr Lys lie Cys 
150 

Gin Arg Lys Lys 
165 

Cys Ala Lys Gly 



Ser Lys Ala Arg 
200 



Ser Leu Gly Gly 



Met Tyr Gin Gly 
60 

Gly Gin Ala Tyr 
75 

Tyr Cys His Ser 
90 

Arg Lys Lys Lys 
105 

Arg Cys Asn Asn 



Cys lie Glu Gly 
140 

Lys Pro Val Leu 
155 

Gly Ser His Gly 
170 

Leu Ser Cys Lys 
185 

Leu His Val Cys 



Glu Thr Pro Gly 
45 

Leu Ala Phe Gly 



Pro Cys Ser Ser 
80 

Pro His Gin Gly 
95 

Arg Cys His Arg 
110 

Gly His Glu Gly 
125 

Phe Cys Cys Ala 



His Gin Gly Glu 
160 

Leu Glu lie Phe 
175 

Val Trp Lys Asp 
190 

Gin Lys lie 
205 



<210> 14 

<211> 224 

<212> PRT 

<213> Human 

<400> 14 

Met Val Ala Ala Val Leu Leu Gly Leu Ser Trp Leu Cys Ser Pro Leu 
15 10 15 

Gly Ala Leu Val Leu Asp Phe Asn Asn lie Arg Ser Ser Ala Asp Leu 
20 25 30 

His Gly Ala Arg Lys Gly Ser Gin Cys Leu Ser Asp Thr Asp Cys Asn 
35 40 45 

Thr Arg Lys Phe Cys Leu Gin Pro Arg Asp Glu Lys Pro Phe Cys Ala 
50 55 60 

Thr Cys Arg Gly Leu Arg Arg Arg Cys Gin Arg Asp Ala Met Cys Cys 
65 70 75 80 
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Pro Gly Thr Leu 



Thr Pro He Leu 
100 

Glu Gly Thr Thr 
115 

Pro Ser He Lys 
130 

Cys Leu Arg Thr 
145 

Phe Trp Thr Lys 



Ser Arg Arg Gly 
180 

Arg Cys Asp Cys 
195 

Asn Arg Gin His 
210 



Cys Val Asn Asp 
85 

Glu Arg Gin Leu 



Gly His Pro Val 
120 

Lys Ser Gin Gly 
135 

Phe Asp Cys Gly 
150 

He Cys Lys Pro 
165 

His Lys Asp Thr 



Gly Pro Gly Leu 
200 

Ala Arg Leu Arg 
215 



Val Cys Thr Thr 
90 

Asp Glu Gin Asp 
105 

Gin Glu Asn Gin 



Arg Lys Gly Gin 
140 

Pro Gly Leu Cys 
155 

Val Leu Leu Glu 
170 

Ala Gin Ala Pro 
185 

Leu Cys Arg Ser 



Val Cys Gin Lys 
220 



Met Glu Asp Ala 
95 

Gly Thr His Ala 
110 

Pro Lys Arg Lys 
125 

Glu Gly Glu Ser 



Cys Ala Arg His 
160 

Gly Gin Val Cys 
175 

Glu He Phe Gin 
190 

Gin Leu Thr Ser 
205 

He Glu Lys Leu 



<210> 15 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 

<400> 15 

ggaaggaaaa aagcggccgc aacannnnnn nnn 33 

<210> 16 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide adapter 

<400> 16 

tcgacccacg cgtccg 16 



<210> 17 
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<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide adapter 

<400> 17 
gggtgcgcag gc 

<210> 18 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 

<400> 18 

actagctcca gtgatctc 

<210> 19 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 

<400> 19 

cgtcattgtt ctcgttcc 

<210> 20 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 

<400> 20 

ccagctgctc tgtggcagcc cag 

<210> 21 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 
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<400> 21 

cccagtcacg acgttgtaaa acgacggcc 

<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Oligonucleotide primer 

<400> 22 

aacatgcagc ggctcggggg 

<210> 23 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Oligonucleotide primer 

<400> 23 

ggtgacacta tagaagagct atgacgtcgc 

<210> 24 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Oligonucleotide primer 

<400> 24 

gtgctgagtg tcttccatca gc 

<210> 25 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Oligonucleotide probes 

<400> 25 

gagatgcagc ggcttggggc caccc 

<210> 26 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence 
Oligonucleotide probes 

<400> 26 

gcctggtcag cccacgccta aag 

<210> 27 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Oligonucleotide probes 

<400> 27 

cctgctgctg gcggcggcgg tccccacggc 

<210> 28 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probes 

<400> 28 

gcctggtcag cccacgccta aag 

<210> 29 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probes 

<400> 29 

cccggaccct gactctgcag ccg 

<210> 30 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probes 

<400> 30 

gaggaaaaat aggcagtgca gcacc 



<210> 31 
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<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primers 

<400> 31 

gccacagtcc ccaccaagga tcatc 

<210> 32 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primers 

<400> 32 

gatgatcctt ggtggggact gtggc 

<210> 33 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primers 

<400> 33 

ctgcaaacca gtgctccatc aggg 

<210> 34 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primers 

<400> 34 

ccctgatgga gcactggttt gcag 

<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 
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<400> 35 

gctataccaa gcatacaatc 

<210> 36 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Oligonucleotide probe 

<400> 36 

gggttgaggg aacacaatct gcaag 

<210> 37 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Oligonucleotide probe 

<400> 37 

gtctgcaatt gatgatgttc ctcaatgg 

<210> 38 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Oligonucleotide probe 

<400> 38 

ccagggccac agtcgcaacg ctgg 

<210> 39 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Oligonucleotide probe 

<400> 39 

ctccctcttg tcccttcctg ccttg 

<210> 40 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 40 

caaggcagga agggacaaga gggag 25 

<210> 41 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; 
Oligonucleotide probe 

<400> 41 

ccagcgttgc gactgtggcc ctgg 24 

<210> 42 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer /adapter 

<400> 42 

gactagttct agatcgcgag cggccgccct tttttttttt tttt 44 

<210> 43 
<211> 6 
<212> PRT 
<213> Human 

<400> 43 

Met His Pro Leu Leu Gly 
1 5 

<210> 44 
<211> 5 
<212> PRT 
<213> Human 

<400> 44 

Thr Cys Gin Arg His 
1 5 

<210> 45 
<211> 59 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 45 

gttctcctca tatgcatcca ttattaggcg taagtgccac cttgaactcg gttctcaat 

<210> 46 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 46 

tacgcactgg atccttagtg tctctgacaa gtgtgaag 

<210> 47 
<211> 6 
<212> PRT 
<213> Human 

<400> 47 

Met Ser Gin He Gly Ser 
1 5 



<210> 48 
<211> 5 
<212> PRT 
<213> Human 

<400> 48 

Val Cys Gin Lys He 
1 5 



<210> 49 
<211> 56 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 49 

gttctcctca tatgtctcaa attggtagtt ctcgtgccaa actcaactcc atcaag 

<210> 50 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 



<400> 50 

tacgcactgg atccttaaat tttctgacac acatggagt 



39 



<210> 51 
<211> 6 
<212> PRT 
<213> Mouse 

<400> 51 

Met Ser Gin Leu Gly Ser 
1 5 



<210> 52 
<211> 5 
<212> PRT 
<213> Mouse 

<400> 52 

Val Cys Gin Lys lie 
1 5 



<210> 53 
<211> 59 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 53 

gttctcctca tatgtctcaa ttaggtagct ctcgtgctaa actcaactcc atcaagtcc 59 

<210> 54 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 



<400> 54 

tacgcactgg atccttagat cttctggcat acatggagt 



39 



<210> 55 
<211> 6 
<212> PRT 
<213> Human 



A-548A 



- 20 - 



<400> 55 

Met Pro Ala Pro Thr Ala 
1 5 



<210> 56 
<211> 5 
<212> PRT 
<213> Human 

<400> 56 

Gly Gly Glu Glu lie 
1 5 



<210> 57 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 57 

gttctcctca tatgcctgct ccaactgcaa cttcggctcc agtcaagccc ggcc 54 

<210> 58 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 58 

tacgcactcc gcggttaaat ctcttcccct cccagca 37 

<210> 59 
<211> 6 
<212> PRT 
<213> Human 

<400> 59 

Met Lys Pro Gly Pro Ala 
1 5 



<210> 60 
<211> 5 
<212> PRT 
<213> Human 
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<400> 60 

Gly Gly Glu Glu He 
1 5 



<210> 61 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 61 

gttctcctca tatgaaacca ggtccagcct taagctaccc gcaggaggag gcca 54 

<210> 62 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 62 

tacgcactcc gcggttaaat ctcttcccct cccagca 37 

<210> 63 
<211> 6 
<212> PRT 
<213> Human 

<400> 63 

Met Gin Glu Glu Ala Thr 
1 5 



<210> 64 
<211> 5 
<212> PRT 
<213> Human 

<400> 64 

Gly Gly Glu Glu He 
1 5 



<210> 65 
<211> 53 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 65 

gttctcctca tatgcaagaa gaagctactc tgaatgagat gttccgcgag gtt 53 

<210> 66 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 66 

tacgcactcc gcggttaaat ctcttcccct cccagca 3 7 

<210> 67 
<211> 6 
<212> PRT 
<213> Mouse 

<400> 67 

Met Glu Pro Gly Pro Ala 
1 5 



<210> 68 
<211> 5 
<212> PRT 
<213> Mouse 

<400> 68 

Gly Glu Glu Glu lie 
1 5 



<210> 69 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 69 

gttctcctca tatggaacca ggtccagctt taaactaccc tcaggaggaa gcta 54 

<210> 70 
<211> 37 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 70 

tacgcactcc gcggttaaat ctcctcctct ccgccta 37 

<210> 71 
<211> 6 
<212> PRT 
<213> Human 

<400> 71 

Met Leu Val Leu Asp Phe 
1 5 



<210> 72 
<211> 5 
<212> PRT 
<213> Human 

<400> 72 

Lys lie Glu Lys Leu 
1 5 



<210> 73 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 73 

gttctcctca tatgttagtt ttggatttca acaacatcag gagctct 47 

<210> 74 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide probe 

<400> 74 

tacgcactgg atccttacag tttttctatt ttttggcata ctcttaatc 49 

<210> 75 
<211> 798 
<212> DNA 
<213> Human 



<400> 75 
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atgatggctc 
ctgggtggtc 
gctatcaaaa 
tccgctgctc 
cagccgtacc 
acccgtggtg 
tgcatgcgtc 
tccgaccaga 
gaccactcca 
accaaaggtc 
tgcgctcgtc 
accaaacacc 
gaaggtctgt 
cacacctgcc 



tgggtgctgc 
acccgctgct 
acctgccgcc 
cgggtatcct 
cgtgcgctga 
gtgacgctgg 
acgctatgtg 
accacttccg 
ccctggacgg 
aggaaggttc 
acttctggtc 
gtcgtaaagg 
cctgccgtat 
agcgtcac 



tggtgctacc 
gggtgtttcc 
gccgctgggt 
gtacccgggt 
agacgaagaa 
tgttcagatc 
ctgcccgggt 
tggtgaaatc 
ttactcccgt 
cgtttgcctg 
caaaatctgc 
ttcccacggt 
ccagaaagac 



cgtgttttcg 
gctaccctga 
ggtgctgctg 
ggtaacaaat 
tgcggtaccg 
tgcctggctt 
aactactgca 
gaagaaacca 
cgtaccaccc 
cgttcctccg 
aaaccggttc 
ctggaaatct 
caccaccagg 



ttgctatggt 
actccgttct 
gtcacccggg 
accagaccat 
acgaatactg 
gccgtaaacg 
aaaacggtat 
tcaccgaatc 
tgtcctccaa 
actgcgcttc 
tgaaagaagg 
tccagcgttg 
cttccaactc 



tgctgctgct 60 
gaactccaac 12 0 
ttccgctgtt 180 
cgacaactac 240 
cgcttccccg 300 
tcgtaaacgt 360 
ctgcgtttcc 420 
cttcggtaac 4 80 
aatgtaccac 540 
cggtctgtgc 600 
tcaggtttgc 660 
ctactgcggt 72 0 
ctcccgtctg 780 
798 



<210> 76 
<211> 777 
<212> DNA 
<213> Human 



<400> 76 

atggctgctc tgatgcgttc caaagactcc 
ctgatggttg aatcctccca gatcggttcc 
tccctgggtg gtgaaacccc gggtcaggct 
ctggctttcg gtggttccaa aaaaggtaaa 
gacaaagaat gcgaagttgg tcgttactgc 
atggtttgcc gtcgtaaaaa aaaacgttgc 
cgttgcaaca acggtatctg catcccggtt 
gctctggacg gtacccgtca ccgtgaccgt 
ggttggcaga acctgggtcg tccgcacacc 
gacccgtgcc tgcgttcctc cgactgcatc 
accaaaatct gcaaaccggt tctgcaccag 
ggttcccacg gtctggaaat cttccagcgt 
gtttggaaag acgctaccta ctcctccaaa 



tcctgctgcc tgctgctgct ggctgctgtt 6 0 
tcccgtgcta aactgaactc catcaaatcc 120 
gctaaccgtt ccgctggtat gtaccagggt 180 
aacctgggtc aggcttaccc gtgctcctcc 2 40 
cactccccgc accagggttc ctccgcttgc 300 
caccgtgacg gtatgtgctg cccgtccacc 3 60 
accgaatcca tcctgacccc gcacatcccg 420 
aaccacggtc actactccaa ccacgacctg 480 
aaaatgtccc acatcaaagg tcacgaaggt 540 
gaaggtttct gctgcgctcg tcacttctgg 600 
ggtgaagttt gcaccaaaca gcgtaaaaaa 660 
tgcgactgcg ctaaaggtct gtcctgcaaa 720 
gctcgtctgc acgtttgcca gaaaatc 777 



<210> 77 
<211> 1050 
<212> DNA 
<213> Human 



<400> 77 

atgcagcgtc tgggtgctac cctgctgtgc 
ccggctccgg ctccgaccgc tacctccgct 
ccgcaggaag aagctaccct gaacgaaatg 
acccagcaca aactgcgttc cgctgttgaa 
gcttcctccg aagttaacct ggctaacctg 
gacaccaaag ttggtaacaa caccatccac 
aaccagaccg gtcagatggt tttctccgaa 
ggtcgtcgtt cccacgaatg catcatcgac 
ttcgcttcct tccagtacac ctgccagccg 
gactccgaat gctgcggtga ccagctgtgc 
cgtggttcca acggtaccat ctgcgacaac 
gctttccagc gtggtctgct gttcccggtt 
tgccacgacc cggcttcccg tctgctggac 
gctctggacc gttgcccgtg cgcttccggt 
gtttacgttt gcaaaccgac cttcgttggt 



ctgctgctgg ctgctgctgt tccgaccgct 60 
ccggttaaac cgggtccggc tctgtcctac 120 
ttccgtgaag ttgaagaact gatggaagac 180 
gaaatggaag ctgaagaagc tgctgctaaa 240 
ccgccgtcct accacaacga aaccaacacc 3 00 
gttcaccgtg aaatccacaa aatcaccaac 3 60 
accgttatca cctccgttgg tgacgaagaa 42 0 
gaagactgcg gtccgtccat gtactgccag 480 
tgccgtggtc agcgtatgct gtgcacccgt 540 
gtttggggtc actgcaccaa aatggctacc 600 
cagcgtgact gccagccggg tctgtgctgc 660 
tgcaccccgc tgccggttga aggtgaactg 72 0 
ctgatcacct gggaactgga accggacggt 780 
ctgctgtgcc agccgcactc ccactccctg 840 
tcccgtgacc aggacggtga aatcctgctg 900 
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ccgcgtgaag ttccggacga atacgaagtt ggttccttca tggaagaagt tcgtcaggaa 960 
ctggaagacc tggaacgttc cctgaccgaa gaaatggctc tgggtgaacc ggctgctgct 102 0 
gctgctgctc tgctgggtgg tgaagaaatc 1050 

<210> 78 
<211> 672 
<212> DNA 
<213> Human 



<400> 78 

atggttgctg 

ctggacttca 

tgcctgtccg 

ccgttctgcg 

ccgggtaccc 

gaacgtcagc 

caggaaaacc 

gaaggtgaat 

ttctggacca 

cacaaagaca 

ctgtgccgtt 

atcgaaaaac 



ctgttctgct 
acaacatccg 
acaccgactg 
ctacctgccg 
tgtgcgttaa 
tggacgaaca 
agccgaaacg 
cctgcctgcg 
aaatctgcaa 
ccgctcaggc 
cccagctgac 
tg 



gggtctgtcc 
ttcctccgct 
caacacccgt 
tggtctgcgt 
cgacgtttgc 
ggacggtacc 
taaaccgtcc 
taccttcgac 
accggttctg 
tccggaaatc 
ctccaaccgt 



tggctgtgct 
gacctgcacg 
aaattctgcc 
cgtcgttgcc 
accaccatgg 
cacgctgaag 
atcaaaaaat 
tgcggtccgg 
ctggaaggtc 
ttccagcgtt 
cagcacgctc 



ccccgctggg 
gtgctcgtaa 
tgcagccgcg 
agcgtgacgc 
aagacgctac 
gtaccaccgg 
cccagggtcg 
gtctgtgctg 
aggtttgctc 
gcgactgcgg 
gtctgcgtgt 



tgctctggtt 60 
aggttcccag 120 
tgacgaaaaa 180 
tatgtgctgc 240 
cccgatcctg 300 
tcacccggtt 3 60 
t aaagg t cag 42 0 
cgctcgtcac 480 
ccgtcgtggt 540 
tccgggtctg 600 
ttgccagaaa 660 
672 



